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Scite.ai: A Database of Smart Citations
® supporting Of note, only right amygdala connectivity was found to be associated with LOC in the present study. This is consistent with
Confidence: 93% previous studies which reported that only the right amygdala was involved in anxiety and borderline personality disorders
flag classification (Minzenberg, Fan, New, Tang, & Siever, 2007; Phan, Fitzgerald, Nathan, & Tancer, 2006). However, the lateralized effects of

amygdala connectivity require further replication, considering the smaller sample size in the current study.
Section: Discussion

Amygdala functional connectivity is associated with locus of control in the context of cognitive aging
Ren, Anthony, Chapman, et al. 2017 Neuropsychologia
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View scite report View full text

20.05.2024 Explore Literature and Citations Using Scite.ai | Marco E. Weber Seite 5



Z B Zentralbibliothek

der Universitat Ziirich Zitrich

What can | do with Scite?

20.05.2024 Explore Literature and Citations Using Scite.ai | Marco E. Weber Seite 6



Universitat
Zirich™

Zentralbibliothek
Ziirich

ﬁliothek ‘ ZB '

der Universitét Ziirich

What can | do with Scite?

Make use of the browser
plug-in

Customise your own

Ask a scientific
dashboard

question

Export citations using

Find references
for your paper the Zotero plug-in

Perform a reference check

has been supported or .
on your manuscript

or contrasted

~ O OO 9~

Find out whether a paper 3

20.05.2024 Explore Literature and Citations Using Scite.ai | Marco E. Weber Seite 7



Universitat
Ziirich™

ZB'

. oy e v Zentralbibliothek
der Universitit Ziirich Ziirich

) Assistant: Ask a Scientific Question

Fs Fs

@ what determines the ) .
| structure of a protein? Ls  What determines the structure of a protein?

R\

(Z] References Q Search Strategy

©, In

| Export References

#2 The structure of a protein is determined by various factors
that influence its folding and stability. One key factor is the
primary structure of the protein, which uniquely determines

“...In globular proteins, primary structure
determines tertiary structure uniquely, 9
and based on this tenet, computer programs

o . e e . _ _ such as BLAST 10 and FASTAL1 have been
specific three-dimensional shapes based on their amino acid

sequences, and this folding process is influenced by the database, using pairwise sequence
structural determinants of the polypeptide chain (Kang & alignment....” >>

Kini, 2009). Additionally, the physical properties that
determine protein structure and stability play a crucial role in

designed to recognize protein homologs in a

Section: Introduction

shaping the final confirmation of the mature protein (Dahiyat “...In globular proteins, primary structure

& Mayo, 1997). determines tertiary structure uniquely, 9
and based on this tenet, computer programs

Furthermore, the interactions between proteins and other such as BLAST10 and FASTA11 have been

molecules also impact protein structure. For instance, the designed to recognize protein homologs ina

binding capacity of proteins with other molecules depends dgtabase, using pairwise sequence

not only on molecular size but also on the number and alignment...” >>

specificity of sites on the molecule that can associate with Section: Introduction
proteins (Freitas & Mateus, 2001). Moreover, the specific

Does secondary structure determine tertiary
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Principles that Govern the Folding of Protein Chains
Anfinsen?® 1973 Science

1'720°426 results (2.47 seconds) Help m¢
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Viewfull Addto te Check for full-text from University
text dashboard " of Zurich

#..Cells translate a sequence of DMA into a sequence of amino acids, and then the resulting amino acid chain (the pro

n

unigue, compact structure -often called the protein's native structure. If is well known that sequence determines structure [3] ...
Section: Overview 31 Background () mentioning confidence: 99%

The challenge of designing scientific discovery games
Seth Cooperl, Adrien Treuille2, Janos Barbero? et al. 2010

B126 @0 |@92(3® 0
View full text Add to dashboard Cite  Check for full-text from University of Zurich

show abstract =-=*
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Principles that Govern the Folding of Protein Chains
Christian B. Anfinsen?!

Help me understand this report

Search citation statements (1) Cited by 6’180 publications (4'215 citation statements) E| References 53 publications (12 reference statements)

Context, author(s), title e... Q.

“...Therefore, the chaperones dramatically improve the refolding yield, but they do not change the refolding rate, and thus, not the transition 0 -
state on the folding path. This is consistent with Anfinsen's hypothesis for protein folding 1 . We conclude that neither Hsp70 nor Hsp90

Order By: Relevance . N .
actively contribute to the folding process of luciferase....”

Section: Results (%) supporting confidence: 92%
“.It is the primary sequence of the protein that determines its native fold 1 . Proteins condense around an initial nucleus to ultimately shape 0 e
Paper Sections @ up to always the same structure 2 ..."
Section: Introduction (z) mentioning confidence: 99%
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Breaking the Deadlock of Molecular Chaperones show abstract = * =
) Tm?, KitykZ, Mp? etal. 2017  Preprint
Introdution 1722
Bo @o0o|@o0|®o0
Discu 222 View fulltext  Add to dashboard Cite  Check for full-text from University of Zurich
Results 148
Methods 70

“...They all are of the opinion that folding kinetic pathway is related to amino acid sequence as well as to the long-range interaction (topology). 0 o---
In contrast with methods mentioned earlier, our result shows that the folding kinstic pathway can be predicted from sequence alons,
suggesting that all of the information needed to specify a protein's topology may also be comprised within its sequence (Anfinsen's

Citation Types © dogma 26 )..."
Section: Discussion (@ contrasting confidence: 95%
Supporting @ 66 Differentiation l}etween two-state and multi-state folding proteins based on sequence show abstract = * =
Huang?, Cheng? 2008 Proteins
Mentioning 4’097 221 ©0 @18 ®0

View fulltext Add to dashboard Cite Check for full-text from University of Zurich
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Reference CheCk v Upload Successful

44 references detected 2 references with editorial concern (retraction etc.)
X
Reference Check
This publication referenced 44 papers in 79 statements Order By: Editorial concern
Upload a document (manuscript, grant, preprint, or
published paper) to check the reliability of its references.
Check out an example or see how it works.
R - RETRACTED: A Pleiotropically Acting MicroRNA, miR-31, Inhibits Breast Cancer Metastasis show abstract
Valastyan®, Reinhardt?, Benaich® et al. 2009 Cell Has erratum 2015-4-9 +3
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View full text Add to dashboard Cite Check for full-text from University of Zurich
Choose File ordrag it here v See how it was used (1 reference statement)
No file chosen
The role of the miR-200 family in epithelial-mesenchymal transition show abstract
Mongroo®, Rustgi? 2010 Cancer Biology & Therapy Has erratum 2020-11-5
Or paste a valid document (PDF or docx) URL Bl226 @4 ®199 | ®0 » 1

View full text Add to dashboard Cite Check for full-text from University of Zurich

Cancel

v See how it was used (1 reference statement)
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Some Points of Caution

2.2, Retrieval of Scientific Documents

Access to full-text scientific articles is necessary to extract and classify citation

statements and the citation context. We utilize open access repositories such as

PubMed Central and a variety of open sources as identified by Unpaywall (Else,
2018), such as open access publishers’ websites, university repositories, and
preprint repositories, to analyze open access articles. Other relevant open
access document sources, such as Crossref TDM and the Internet Archive have
been and are continually evaluated as new sources for document ingestion.
Subscription articles used in our analyses have been made available through
indexing agreements with over a dozen publishers, including Wiley, BMJ, Karger,
Sage, Europe PMC, Thieme, Cambridge University Press, Rockefeller University
Press, IOP, Microbiology Society, Frontiers, and other smaller publishers. Once a
source of publications is established, documents are retrieved on a regular basis
as new articles become available to keep the citation record fresh. Depending on

the source, documents may be retrieved and processed anywhere between daily

Qnd monthly. /
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Ls  What determines the structure of a protein? “

In summary, the structure of a protein is shaped by a
combination of factors such as water participation, homology
modeling, experimental techniques like NMR and X-ray
crystallography, and the cellular environment in which the
protein operates. Understanding these determinants is
essential for unraveling the complex structures and
functions of proteins in biological systems.

. J
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“..They all are of the opinion that folding kinetic pathway is related to amino acid sequence as well as to
the long-range interaction (topology). In contrast with methods mentioned earlier, our result shows that
the folding kinetic pathway can be predicted from sequence alone, suggesting that all of the information
needed to specify a protein's topology may also be comprised within its sequence (Anfinsen's

dogma 26)...."

Section: Discussion @ contrasting confidence: 95%

Differentiation between two-state and multi-state folding proteins based on sequence
Huang?, Cheng? 2008 Proteins

B22/©@0 @18 ®0

View full text Add to dashboard Cite Check for full-text from University of Zurich
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